Background: Feature selection, as a preprocessing stage, is a challenging problem in various sciences such as biology, engineering, computer science, and other fields. For this purpose, some studies have introduced tools and softwares such as WEKA. Meanwhile, these tools or softwares are based on filter methods which have lower performance relative to wrapper methods. In this paper, we address this limitation and introduce a software application called FeatureSelect. In addition to filter methods, FeatureSelect consists of optimisation algorithms and three types of learners. It provides a user-friendly and straightforward method of feature selection for use in any kind of research, and can easily be applied to any type of balanced and unbalanced data based on several score functions like accuracy, sensitivity, specificity, etc. Results: In addition to our previously introduced optimisation algorithm (WCC), a total of 10 efficient, well-known and recently developed algorithms have been implemented in FeatureSelect. We applied our software to a range of different datasets and evaluated the performance of its algorithms. Acquired results show that the performances of algorithms are varying on different datasets, but WCC, LCA, FOA, and LA are suitable than others in the overall state. The results also show that wrapper methods are better than filter methods. Conclusions: FeatureSelect is a feature or gene selection software application which is based on wrapper methods. Furthermore, it includes some popular filter methods and generates various comparison diagrams and statistical measurements. It is available from GitHub (https://github.com/LBBSoft/FeatureSelect) and is free open source software under an MIT license.
Background
Data preprocessing is an essential component of many classification and regression problems. Some data have an identical effect, some have a misleading effect and others have no effect on classification or regression problems, and the selection of an optimal and minimum size for features can therefore be useful [1] . A classification or regression problem will involve a high time complexity and low performance when a large number of features is used, but will have a low time complexity and high performance for a minimum size and the most effective features. The selection of an optimal set of features with which a classifier or a model can achieve its maximum performance is an nondeterministic polynomial (NP) problem [2] . Meta-heuristic and heuristic approaches can be applied to NP problems. Optimisation algorithms, which are a type of meta-heuristic algorithm, are usually more efficient than other meta-heuristic algorithms. After selecting an optimal subset of features, a classifier can properly classify the data, or a regression model can be constructed to estimate the relationships between variables. A classifier or a regression model can be created using three methods [3] : (i) a supervised method, in which a learner is aware of data labels; (ii) an unsupervised method, in which a learner is unaware of data labels and tries to find the relationship between data; and (iii) a semi-supervised method in which labels of some data are determined whereas others are not specified. In this method, a learner is usually trained using the both labeled and unlabeled samples. This paper introduces a software application named FeatureSelect in which three types of learner are available in: 1-SVM: A support vector machine (SVM) is one possible supervised learning method that can be applied to classification and regression problems. The aim of an SVM is to determine a line that divides two groups with the greatest margin of confidence [4] . 2-ANN: Like SVM, an artificial neural network (ANN) is a supervised learner and tries to find relation between inputs and outputs. 3-DT: Decision tree (DT) is one of the other supervised learners which can be employed for machine learning applications. FeatureSelect comprises two steps: (i) it selects an optimal subset of features using optimisation algorithms; and (ii) it uses a learner (SVM, ANN and DT) to create a classification or a regression model. After each run, FeatureSelect calculates the required statistical results for regression and classification problems, including sensitivity, fall-out, precision, convergence and stability diagrams for error, accuracy and classification, standard deviation, confidence interval and many other essential statistical results. FeatureSelect is straightforward to use and can be applied within many different fields.
Feature extraction and selection are two main steps in machine learning applications. In feature extraction, some attributes of the existing data, intended to be informative, are extracted. As an instance, we can point out some biologically related works such as Pse-in-One [5] and ProtrWeb [6] which enable users to acquire some features from biological sequences like DNA, RNA, or protein. However, all of the derived features are not constructive in process of learning a machine. Therefore, feature selection methods which are used in various fields such as drug design, disease classification, image processing, text mining, handwriting recognition, spoken word recognition, social networks, and many others, are essential. We divide related works into five categories: (i) filter-based; (ii) wrapper-based; (iii) embedded-based; (iv) online-based; (v) and hybrid-based. Some of the more recently proposed methods and algorithms based on mentioned categories are described below.
(i) Filter-based
Because filter methods, which does not use a learning method and only considers the relevance between features, have low time complexity; many of researchers focused on these methods. In one of related works, a filter-based method has been introduced for use in online stream feature selection applications. This method has acceptable stability and scalability, and can also be used in offline feature selection applications. However, filter feature selection methods may ignore certain informative features [7] . In some cases, data are unbalanced; in other words, they are in a state of skewness. Feature selection for linear data types has also been studied, in a work that provides a framework and selects features with maximum relevance and minimum redundancy. This framework has been compared with stateof-the-art algorithms, and has been applied to nonlinear data [8] .
(ii) wrapper-based These methods evaluate usefulness of selected features using learner's performance [9] . In a separate study, a feature selection method was proposed in which both unbalanced and balanced data can be classified, based on a genetic algorithm. However, it has been proved that other optimisation algorithms can be more efficient than the genetic algorithm [10] . Feature selection methods not only improve the performance of the model but also facilitate the analysis of the results. One study examines the use of SVMs in multiclass problems. This work proposes an iterative method based on a features list combination that ranks the features and examines only features list combination strategies. The results show that a one-by-one strategy is better than the other strategies examined, for real-world datasets [11] .
(iii) embedded-based
Embedded methods select features when a model is made. For example, the methods which select features using decision tree are placed in this category. One of the embedded methods investigates feature selection with regard to the relationships between features and labels and the relationships among features. The method proposed in this study was applied to customer classification data, and the proposed algorithm was trained using deterministic score models such as the Fisher score, the Laplacian score, and two semisupervised algorithms. This method can also be trained using fewer samples, and stochastic algorithms can improve the performance of the algorithm [12] . As mentioned above, feature selection is currently a topic of great research interest in the field of machine learning. The nature of the features and the degree to which they can be distinguished are not considered. The concept has been introduced and examined for benchmark datasets by Liu, et al. This method is appropriate for multimodal data types [13] .
(iv) online-based These methods select features using online user tips. In a related work, a feature cluster taxonomy feature selection (FCTFS) method has been introduced. The main goal of FCTFS is the selection of features based on a user-guided mode. The accuracy of this method is lower than that of the other methods [14] . In a separate study, an online feature selection method based on the dependency on the k nearest neighbours (k-OFSD) has been proposed, and this is suitable for high-dimensional datasets. The main motivation for the abovementioned work is the selection of features with a higher ability to separate those for which the performance has been examined using unbalanced data [15] . A library of online feature selection (LOFS) has also been developed using the state-of-art algorithms, for use with MATLAB and OCTAVE. Since the performance of LOFS has not been examined for a range of datasets, its performance has not been investigated [16] .
(v) Hybrid-based These methods are combination of four above categories. For example, some related works use two-step feature selection methods [17, 18] . In these methods, a number of features are reduced by the first method, and the second method is then used for further reduction [19] . While some works focus on only one of these categories, a hybrid two-step feature selection method, which combines the filter and wrapper methods, has been proposed for multi-word recognition. It is possible to remove the most discriminative features in the filter method, so that this method is solely dependent on the filter stage [20] . DNA microarray datasets usually have a large size and a large number of features, and feature selection can reduce the size of this dataset, allowing a classifier to properly classify the data. For this purpose, a new hybrid algorithm has been suggested that combines the maximisation of mutual information with a genetic algorithm. Although the proposed method increases the accuracy, it appears that other state-of-the-art optimisation algorithms can improve accuracy to a greater extent than the genetic algorithm [21] [22] [23] . Defining a framework for the relationship between Bayesian error and mutual information [24] , and proposing a discrete optimisation algorithm based on opinion formation [25] are other hybrid methods.
Other recent topics of study include review studies or feature selection in special area. A comprehensive and extensive review of over various relevant works was carried out by researchers. The scope, applications and restrictions of these works were also investigated [26] [27] [28] . Some other related works are as below: Unsupervised feature selection methods [29] [30] [31] , feature selection using a variable number of features [32] , connecting data characteristics using feature selection [33] [34] [35] [36] , a new method for feature selection using feature self-representation and a low-rank representation [36] , integrating feature selection algorithms [37] , financial distress prediction using feature selection [38] , and feature selection based on a Morisita estimator for regression problems [39] . Figure 1 summarizes and describes the above categories in a graphical manner.
FeatureSelect is placed in the filter, wrapper, and hybrid categories. In the wrapper method, FeatureSelect scores a subset of features instead of scoring features separately. To this end, the optimization algorithms select a subset of features. Next, the selected subset is scored by a learner. In addition to the wrapper method, FeatureSelect includes 5 filter methods which can score features using Laplacian [40] , entropy [41] , Fisher [42] , Pearson-correlation [43] , and mutual information [44] scores. After scoring, it selects features based on their scores. Furthermore, this software can be used in a hybrid manner. For example, a user can reduce the number of features using the filter method. Then, the reduced set can be used as input for the wrapper method in order to enhance the performance.
Implementation
Data classification is a subject that has attracted a great deal of research interest in the domain of machine learning applications. An SVM can be used to construct a hyperplane between groups of data, and this approach can be applied to linear or multiclass classification and regression problems. The hyperplane has a suitable separation ability if it can maintain the largest distance from the points in either class; in other words, the high separation ability of the hyperplane is determined by a functional margin. The higher the value of a functional margin, the lower is the error in the value [45] . Several modified versions of an SVM have also been proposed [46] .
Because SVM is a popular classifier in the area of machine learning, Chang and Lin have designed a library for support vector machine named LIBSVM [47] , which has several important properties, as follows:
a) It can easily be linked to different programing languages such as MATLAB, Java, Phyton, LISP, CLISP, WEKA, R, C#, PHP, Haskell, Perl and Ruby; b) Various SVM formulations and kernels are available; c) It provides a weighted SVM for unbalanced data; d) Cross-validation can be applied to the model selection.
In addition to SVM, ANN and DT are also available as learners in FeatureSelect. In the implementation of FeatureSelect, ANN has been implemented whereas SVM and DT have been added to it as a library. ANN, which includes some hidden layers and some neurons in them and can be applied to both classification and regression problems, has been inspired by neural system of living organisms [48] . Like SVM and ANN, DT can also be used for both classification and regression issues. DT operates based on tree-like graph model and develops a tree step by step by adding new constraints which lead to desired consequences [49] .
The framework of FeatureSelect is depicted in Fig. 2 . The rectangles represent the interaction between FeatureSelect and the user, and the circles represent FeatureSelect processes.
FeatureSelect consists of six main parts: (i) an input file is selected, and is then fuzzified or normalised if necessary, since this can enhance the learner's functionality; (ii) using a suitable GUI, one of the learners is chosen for classification or regression purpose, and its parameters is adjusted; (iii) one of the two available methods, filter or wrapper method, is selected for feature selection, and then the selected method parameters are determined. In wrapper methods, the list of optimisation algorithms is available. We investigated the performance of 33 optimisation algorithms and have selected 11 state-of-the-art algorithms based on their different natures and performance (Table 1) .
(iv) Selected features are evaluated by selected learner. For this purpose, three types of learner can be chosen and adjusted.
(v) FeatureSelect generates various types of results, based on the nature of the problem and selected method, and compares selected algorithms or methods with each other. The status of the executions and selected optimisation algorithms are available in the sixth section.
The relevant properties of FeatureSelect are described below: are acceptable as formats for the input file. Data normalisation is carried out as shown in Eq. 1.
where v' , v, vmax, vmin, high and low are the normalised value, the current value to be normalised, the maximum and minimum values of the group, and the higher and the lower bounds of the range, respectively. High and low are configured to one and zero respectively in FeatureSelect. Fuzzification is the process that convert scalar values to fuzzy values [50] . Figure 3 illustrates the fuzzy membership function used in FeatureSelect.
b) It provides a suitable graphical user interface for LIBSVM. For example, researchers can select LIBSVM's learning parameters and apply them to their applications after selecting the input data (Fig. 4) . If a researcher is unfamiliar with the training and testing functions in LIBSVM, he/she can easily use LIBSVM by clicking on the corresponding buttons. c) Optimisation algorithms, which are used for feature selection, have been tested and the correctness of them has been examined. Researchers can select one or more of these optimisation algorithms using the relevant box. d) A user can select different types of learners and feature selection methods, and employee them as ensemble feature selection method. For example, a user can reduce the number of available features by filter methods, and then can use optimisation algorithms or other methods in order to acquire better results. e) After executing a selected algorithm in a regression problem, FeatureSelect automatically generates useful diagrams and tables, such as the error convergence, error average convergence, error stability, correlation convergence, correlation average convergence and correlation stability diagrams for the selected algorithms in. In classification problems, results include: the accuracy convergence, the accuracy average convergence, the accuracy stability, the error convergence, the error average convergence and the error stability. For both regression and classification problems, an XLS file is generated consisting of a number of selected features, including standard 
FeatureSelect obtains results for the average state since it can be applied to both binary and multiple classes of classification problems. In Eqs. 2 to 5, n, TP, TN, FP,,FN and C i represent the number of classes, true positive, true negative, false positive, false negative and number of samples in ith class, respectively.
Results
FeatureSelect has been developed in the MATLAB programming language (Additional file 1), since this is widely used in many research fields such as computer science, biology, medicine and electrical engineering. FeatureSelect can be installed and executed on several operating systems including Windows, Linux and Mac. Moreover, MATLAB-based softwares are open-source, allowing future researchers to add new features to the source code of FeatureSelect.
In this section, we will evaluate the performance of FeatureSelect, and compare its algorithms using various datasets. The eight datasets shown in Table 2 were employed to evaluate the algorithms used in FeatureSelect. Table 2 shows the reference, name, area, number of features (NOF), number of samples (NOS) and number of dataset classes (NOC). Four datasets correspond to classification problems, while the other datasets correspond to regression problems. Using the GitHub link (https://github.com/LBBSoft/FeatureSelect), these datasets can be downloaded.
We ran FeatureSelect on a system with 12 GB of RAM, a COREi7 CPU and a 64-bit Windows 8.1 operating system. FeatureSelect automatically generates tables and diagrams for selected algorithms and methods. In this paper, we selected all algorithms and compared their operation. Each algorithm was run 30 individual times. Since optimisation algorithms operate randomly, it is advisable to evaluate them over at least 30 individual executions [51] . All the algorithms were run under the same conditions, for example calling an identical number of score functions. Accuracy and root mean squared error (RMSE) [52] were used as the score functions for classification and regression, respectively. The number of generations was set as 50 for all algorithms. We used WCC operators in LCA, since these improve the performance. The datasets (DS) and the name of the algorithm (AL) are shown in the first and second columns of Table 3 (classification datasets) and Table 4 (regression datasets). These tables, in which the best results of each column have been determined, represent certain statistical measures as ready reference for comparing the algorithms. These measures are as follows: a) NOF: Although the NOF was not applied to score functions, it can be restricted to an upper bound as a maximum number of features or genes in FeatureSelect. The maximum number of features was set as 400, 20, 10, 5, 5, 40, 10, and 5 for the CARCINOMA, BASEHOCK, USPS, DRIVE, AIR, DRUG, SOCIAL, and ENERGY datasets, respectively. b) Elapsed time (ET): After all algorithms were run 30 times, the best results were selected for each. The ET shows how much time in seconds elapsed in the execution for which the best result was obtained for an algorithm. Algorithms have different ETs due to their various stages. c) AC: This is a measure that states the rate of correctly predicted samples, relative to all the samples. The difference between AC and ACC is that ACC is an average accuracy for all classes, whereas AC is the accuracy of a specific class. The higher the accuracy, the better the answer. d) Accuracy standard deviation (AC_STD): This indicates how far the results differ from the mean of the results. It is therefore desirable that AC_STD is a minimum. . We expect the CR to increase when the error decreases.
The concepts between (ER_CI_L and CR_CI_L and AC_CI_L), between (ER_CI_H and CR_CI_H and AC_CI_H), between (ER_STD and CR_STD and AC_STD), between (AC_P and ER_P and CR_P), and finally between (AC_TS and ER_TS and CR_TS) are alike. In addition to the name of the dataset, the training data percentage and an input data type are specified. Three input data types were used: fuzzified (F), normalised, (N) and ordinary (O).
FeatureSelect generates diagrams for the ACC, average of the ACC and the stability of the ACC for classification datasets. In addition, it generates diagrams of the ER, average ER and stability of the ER for both classification and regression datasets.
The criteria used to evaluate the optimisation algorithms were convergence, average convergence and stability. These measures indicate whether or not the algorithms have been correctly implemented. Figures 5  and 6 illustrate instances of FeatureSelect outputs based on the mentioned criteria. The convergence mean is that the answers must be improved when the number of iterations or time dedicated to the algorithms is increased. For example, we observe that the ER decreases and the CR and ACC increase with a higher number of iterations. From convergence point of view, all of the algorithms increase the accuracy and correlation, and reduce the error. Although all of them have generated Fig. 5 Diagrams generated for the DRIVE dataset using SVM. These diagrams compare the algorithms performances against each other based on accuracy and error scores. For every score, convergence, average convergence, and stability diagrams have been shown. Given the results on the DRIVE dataset, the performances of WCC, GA, LCA, and LA are better than the others acceptable results, LA, LCA, WCC and GA are suitable than others. In addition to convergence, there is the concept of average convergence. The difference between the two is that the convergence is obtained by extracting the best answer at the end of each iteration, whereas average convergence is calculated based on the mean of potential solution scores at the end of each iteration. As it is observable, all of the potential answers generated by algorithms except GA and ICA are improving when the iteration is increased. In order to improve the performance of GA, we replace some of the worst results with randomly created answers at the end of each iteration. Also, absorb operator of ICA makes some countries worse or better than their previous status. Hence, the average convergence of GA and ICA may not have ascending or descending form. Stability diagrams indicate how the results fluctuate from a forward line in the individual executions. An algorithm can be said to be better than others if its results lie on the forward line and if the mean of its results is better than those of other algorithms. The results shown in Tables 3 and 4 have been calculated based on the stability results. FeatureSelect also generates several addition outputs for classification datasets, as follows: a) Essential statistical measurements: These measures are shown in Eqs. 2 to 5. Table 5 presents these statistical measures for all datasets. b) Receiver operating characteristic (ROC) curve: This is usually used for binary classification, but has been extended here to multi-class classification. The ROC is a graphical plot that indicates the diagnostic ability of a classifier. The horizontal axis is FPR (1-specificity) and the vertical axis is TPR (true positive rate or sensitivity) [53] . The ROC curve and ROC space for the algorithms for the USPS dataset are shown in Fig. 7 as an example of FeatureSelect's output for classification datasets.
Like the ROC curve, the ROC space represents the trade-offs between TPR and FPR. A point that is closer to the left and the top represents an algorithm with better diagnostic ability; for example, LCA has the best diagnostic ability for the USPS dataset.
In overall evaluation, we compare the performance of the FeatureSelect algorithms. The values in Tables 6, 7 and 8 are a summary of those in Tables 3, 4 and 5 respectively (the average for table) , and allow an overall comparison of the algorithms used in FeatureSelect. LCA has selected 74.5 features in the average state on four classification datasets. Although the time orders are the same for all algorithms, the average elapsed time for four classification datasets is 35.5 for HTS. LCA and WCC show similar operation, but the accuracy of LCA is better than that of WCC. Its accuracy confidence interval is also more acceptable than that of the others. We show the AC_P and ER_P using three floating digits.
These values are identical for all algorithms, indicating that the performance of the algorithms is not random. For all classification datasets, FOA reaches a minimum value of ER. Therefore, it is proper than other algorithms in ER point of view. We also observe that WCC operates better than the other algorithms in terms of ER_TS, CR, CR_CI, CR_P and CR_TS. 6 Diagrams generated for the ENERGY dataset using SVR. These diagrams compare the algorithms performances against each other based on RMSE and correlation scores. For every score, convergence, average convergence, and stability diagrams have been shown. Given the results on the ENERGY dataset, the performances of CUK, HTS, LCA, and LA are proper than the others The DSOS algorithm selects nine features in the average state for all regression datasets. The elapsed time for PSO in which the best answer has been obtained was lowest for this algorithm. LCA, LA and FOA are algorithms which their functional are the same and proper than other algorithms. It is also obvious that LA has the best confidence interval of all alternative approaches. Except for FOA, which has an ER_P value of 0.003, ER_P is identical for all algorithms to three decimal places. In the same way as CR_CI, CR_P and CR_TS for all regression datasets, the highest ER_TS value was achieved by WCC. WCC, LCA and LA achieved the maximum value of correlation (CR) for all regression datasets. SEN, PRE, FPR, and ACC are the most important comparison criteria for classification problems. A summary of Table 5 is shown in Table 8 , which indicates that LCA obtains the best results in terms of FPR and ACC, and LA achieves the best result for SEN. WCC also acquires the best result for PRE on average.
In a comprehensive comparison, we evaluate the performance of all algorithms and methods on BSEHOCK dataset that is larger than others. Unlike previous experiments which are based on single objective (ACC) score; this one is based on multi objective score for wrapper methods. In Table 9 in which the best values of each column have been determined; the results are observable for SVM, ANN and DT learner. PCRR, LAP, ENT and MI are abbreviation for pearson correlation, laplacian, entropy and mutual information respectively in Table 9 . As it is observed, every classifier and every feature selection method have their own attitude toward the data. Therefore, a user can apply various methods and algorithms along with different learners, and then can select the features which satisfy his/hers requirements. Also, it is possible that a user employee ensemble.
Discussion
Feature selection is one the most important steps in machine learning applications. For this purpose, many tools and methods have been introduced by researchers. For example, a feature weighting tool for unsupervised applications [54] and Weka machine learning tool [55] have been developed. However, the main limitation of these tools like mRMR [56] and mRMD [57] is that they are based on filter methods which only consider the relation among features and disregard interaction between feature selection algorithm and learner. As another example, we can mention a wrapper feature selection tool which is based on genetic algorithm [58] . Although time complexity of wrapper methods are higher than filter ones, these methods can lead better results; and it is valuable to spend more time. In this paper, we proposed a machine learning software named FeatureSelect that includes three types of popular learners (SVM, ANN and DT). In addition, two types of feature selection method are available in it. First method is wrapper method that is based on optimisation algorithms. Eleven state-of-art optimisation algorithms have been selected based on their popularity, novelty and functionality, and then implemented in FeatureSelect. Second type is the filter method which is based on Pearson correlation, entropy, Laplacian, mutual information and fisher scores. A user can also combine existing methods and algorithms, and then use them as ensemble or hybrid method like hybrid feature selection methods [59] . For example, a user can confine a number of features to specific threshold using filter methods. After it, the user can use wrapper methods along with an agile learner such as SVM or DT for acquiring an optimal subset of features, and finally engage and test ANN with enhancing a number of training iterations to obtain suitable model. There are also some other application-specific tools like iFeature [60] which is used for extracting and selecting features from protein and peptide sequences. Although iFeature includes a web server besides a stand-alone tool, FeatureSelect is the general software and provides different capabilities like hybrid feature selection and ensemble learning based on various states of combining filter and wrapper methods. In order to show capabilities of FeatureSelect, we applied it on various datasets with different sizes in multiple areas. The results show that every algorithm and every learner has its attitude relative to data, and algorithms' performances vary on different data. In another comprehensive experiment, we applied all of algorithms and learners of FeatureSelect on the BASEHOCK dataset with multi-objective score function. Although filter 
Conclusions
In this paper, a new software application for feature selection is proposed. This software is called FeatureSelect, and can be used in fields such as biology, image processing, drug design and numerous other domains. FeatureSelect selects a subset of features using optimisation algorithms with considering different score functions and then transmits these to the learner. SVM, ANN and DT are used here as a learner that can be applied to classification and regression datasets. Since LIBSVM is a library for SVM and provides a wide range of options for classification and regression problems, we developed FeatureSelect based on this library. Researchers can apply FeatureSelect to any dataset using three types of learners and two types of feature selection methods and obtain various tables and diagrams based on the nature of the dataset. It is also possible to combine the methods and algorithms as ensemble method. FeatureSelect was applied to eight datasets with differing scope and size. We then compared the performance of the algorithms in FeatureSelect to these datasets and presented some examples of the outputs in the form of tables and diagrams. Although the algorithms and feature selection methods have different functionality for different datasets, WCC, LCA, LA and FOA are the algorithms having proper functionality than others, and wrapper methods lead better results than filter methods. 
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